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SEQUENCE LISTING 

<110> Jaitner, Birgit K . 
Fantl, Wendy J. 



<120> SOS1 INHIBITORS 



<130> PP-18707. 001/200130. 533P1 
<140> US 

<141> 2002-06-26 
<160> 14 

<170> FastSEQ for Windows Version 4.0 

<210> 1 
<211> 3999 
<212> DNA 

<213> Homo sapiens 
<400> 1 

atgcagcagg cgccgcagcc ttacgagttc ttcagcgagg agaacagtcc gaaatggcgg 60 
ggactgttgg tctcggccct gcggaaggtt caggttcaag tgcatcccac tctctcagct 120 
aatgaagagt ctctctatta tattgaagag ctgatttttc agctgcttaa taaattatgc 180 
atggcccagc caaggactgt tcaagatgta gaggagcgag ttcagaagac ctttcctcac 240 
ccaattgata aatgggccat tgctgatgca caatctgcta tagaaaaacg aaaacgaaga 300 
aatcctcttt tactgcctgt ggacaaaatc catccttcgt tgaaggaagt attagggtac 360 
aaagtggact accatgtatc cctatatatt gtggctgtac tagagtatat ctcagctgat 420 
attttaaaat tggctggtaa ttatgttttt aatatccggc attatgaaat atctcagcag 480 ' 
gacattaaag tgtcaatgtg tgcggataag gttttgatgg acatgtttga tcaggatgac 540 
ataggtttgg tttctctctg tgaagatgaa ccctgttctt ctggtgaatt aaactactat 600 
gatcttgtca gaactgaaat cgcagaagaa agacagtatc tacgggaatt aaatatgatc 660 
ataaaagtgt ttcgagaagc ctttctttct gatagaaagc tgtttaaacc ttctgtatac 720 
gaaaagattt ttagtaacat ttcagatata catgaattga ctgtgaaact tttaggtttg 780 
attgaagaca cagttgaaat gactgatgaa agcagtcctc atcccttagc tggcagctgt 840 
tttgaagatt tggcagaaga gcaagcattt gatccttatg aaacattatc acaggacatt 900 
ctttcaccag agtttcatga acatttcaat aaattgatgg ccagacctgc agttgctcta* 960 
cactttcagt ccattgctga tggttttaaa gaggcagttc gttatgtcct tccacgtctt 1020 
atgctggtgc cagtgtatca ctgttggcac tactttgagt tactaaagca attgaaagca 1080 
tgtagtgaag aacaagaaga cagagaatgt ttgaaccaag ctattactgc tctcatgaat 1140 
caccaaggta gcatggaccg aatttacaag cagtattcac ctagacgtcg acctggagat 1200 
cctgtttgcc ctttttatag tcaccaatta agaagcaaac acctggctat caaaaaaatg 1260 
aatgaaattc agaaaaatat cgatggatgg gaaggcaaag atattggaca gtgttgtaat 1320 
gaattcatta tggagggacc attgacaaga atcggtgcca aacatgaacg gcatattttt 1380 
ctgtttgatg gcttaatgat cagttgtaaa cctaatcatg gccagactcg gcttccaggt 1440 
tacactagtg cagaatacag gttaaaagaa aaatttgtca tgaggaaaat acaaatttgt 1500 
gataaagaag atacttgtga gcacaagcat gcatttgaat tagtatccaa agatgagaac 1560 
agcataatat ttgctgctaa gtctgctgaa gaaaaaaaca actggatggc agcccttatt 1620 
tctcttcatt atcgtagtac tctagatcga atgttagatt cagtattatt gaaagaagaa 1680 
aatgagcaac cactgagatt accaagtcct gaagtatatc gttttgtagt aaaagactct 1740 
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gaggaaaaca 
ggaggaactg 
tttgttcgta 
ttactgattg 
atagagaaag 
caaccagtac 
gactttgaaa 
gggaaagcta 
gctcaggcaa 
tggcatatca 
gaaattgcac 
gaacttgtag 
aaaatgattc 
gaaaattttg 
caagatttga 
gtatacagac 
gaagctgtgg 
aatccacctt 
gggaataatg 
aaagtagctg 
atagaaccag 
aaagagttta 
cagccacctc 
aacacaggcc 
agagaaccat 
tcagcaccaa 
agtgtatttt 
gtgcttttgc 
gaagagcccc 
aattccaagg 
cctcctccaa 
catagtccac 
cttcggcctc 
catcttcaca 
actcctccta 
cagaataatc 
catctgccaa 
agactgcctt 



ttgtttttga 
tagtgaaatt 
cttttcttac 
aacggtttga 
gcgagcagcc 
aacttagggt 
gagacctgga 
tgaaaaaatg 
atggagtaag 
gcaaaccagg 
gtcagctgac 
ggagtgtgtg 
gccataccac 
aagaacgggt 
ataatttcaa 
tagaccatac 
aattaagtca 
gtgtgccttt 
attttttaaa 
aaattactgg 
atatgaggag 
cagattattt 
gatttcctag 
gacatggctc 
gtaaaataag 
cctctccaaa 
tagatgtgga 
cacattcaaa 
tgattcctcc 
gaaatatgaa 
aggtaaaacc 
ctccgccacc 
cagaacactt 
gagattcaga 
gcacaccctc 
ttgctcatcc 
aactgccacc 
tgctagaaaa 



agacaacttg 
aattgaaagg 
cacatatcgt 
aattccagag 
aatcagtgca 
acttaatgta 
attgctggaa 
ggtagagtca 
ccataatatt 
acagtttgaa 
acttttggag 
gaccaaagaa 
aaatctcacc 
ggcagtacta 
tggcgtattg 
ctttgaggca 
agatcacttt 
ttttggaata 
aagaaaggga 
agaaattcag 
attctttgaa 
gttcaacaag 
gaaatcaact 
tacctcaggt 
ctttagtcgg 
tacaccatct 
tctcaacagc 
gtctttcttt 
tcctcttcct 
atctgatgat 
cagagttcct 
accaagagat 
tataaactgt 
ctggctcaga 
tccaagggta 
tccagctccc 
aaagacttac 
tgcagaaact 



caaagtagaa 
ttaacatatc 
tcattttgta 
ccagaaccta 
gaccttaaaa 
ttccgccatt 
agactagaat 
attgctaaga 
acctttgaaa 
acatttgatc 
tctgatcttt 
gataaagaaa 
ctctggtttg 
agtagaatta 
gagatagtca 
ctgcaggaaa 
aaaaaatacc 
tatttaacaa 
aaagatttaa 
cagtatcaga 
aaccttaacc 
tcactagaaa 
ttttccttaa 
actttacgag 
attgctgaaa 
actccaccag 
tcctgtggca 
agttcatgtg 
cctcgaaaaa 
gatcctcctg 
gttcctactg 
cctcttcctg 
ccatttaatc 
gacattagta 
ccgcgtcgat 
cctgttccac 
aaacgggagc 
ccccaatga 



gtggcatccc 
atatgtatgc 
aaccacagga 
ctgacgcaga 
gatttcgcaa 
gggttgacca 
ccttcatttc 
tcatcaggag 
gtccacctcc 
tcatgacact 
acaggaaagt 
taaattctcc 
aaaaatgcat 
tagaaattct 
gtgcagtaaa 
ggaaaaggaa 
tagtaaaact 
atattctgaa 
tcaatttcag 
atcagcctta 
ccatgggaag 
ttgaacctcg 
aatctcctgg 
gtcacccaac 
ctgagctgga 
tatctgcttc 
gcaatagcat 
gtagtttaca 
agtttgatca 
ctattccacc 
gtgcatttga 
atacccctcc 
ttcagccacc 
cgtgtccaaa 
gctatgtgct 
caaggcagaa 
tttcgcaccc 



cattattaaa 
agatcccaat 
attgctgagc 
caaattggca 
ggaatatgtc 
tcattattat 
aagtgtaaga 
gaagaagcaa 
accaattgaa 
tgatccaata 
tcaaccgtct 
aaatttatta 
tgtggaagca 
gcaagttttt 
ttcagtgtca 
aattttggac 
taagtcaatc 
gaccgaagaa 
taagaggagg 
ctgtttacgg 
tgcatctgaa 
aaactgcaaa 
aataaggcct 
accattagaa 
atcaacagtg 
ttcagacctt 
ctttgctcca 
taaactaagt 
tgatgcttca 
gagacagcct 
tgggcctctg 
accagttccc 
tccactgggg 
ttcgccaagc 
cagttctagt 
ttcaagccct 
cccattgtac 



1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
3540 
3600 
3660 
3720 
3780 
3840 
3900 
3960 
3999 



<210> 2 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense oligonucleotide 
<400> 2 

gagggtgaga tttgtggtat ggcga 25 

<210> 3 
<211> 25 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Antisense oligonucleotide 
<400> 3 

tgaggaaagg tcttctgaac tcgct 

<210> 4 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense oligonucleotide 
<400> 4 

gcatgtggaa ggtagggagg caaga 

<210> 5 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense oligonucleotide 
<400> 5 

ccagctccat ggtgctcact gcg 

<210> 6 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Reverse control oligonucleotide 
<400> 6 

agcggtatgg tgtttagagt gggag 

<210> 7 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Reverse control oligonucleotide 
<400> 7 

tcgctcaagt cttctggaaa ggagt 

<210> 8 » 
<211> 25 
<212> DNA 
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<213> Artificial Sequence 



<220> 

<223> Reverse control oligonucleotide 



<400> 8 

agaacggagg gatggaaggt gtacg 



25 



<210> 9 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Reverse control oligonucleotide 
<400> 9 

gcgtcactcg tggtacctcg acc 23 

<210> 10 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense oligonucleotide 



<210> 11 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Reverse control oligonucleotide 
<400> 11 

ggtacccttg cgttctcaat gacct 25 

-** 

<210> 12 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense oligonucleotide 



<400> 10 

tccagtaact cttgcgttcc catgg 



25 



<400> 12 

ccatagtgag gttgcatctg gtgcc 



25 



<210> 13 
<211> 25 



<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Reverse control oligonucleotide 
<400> 13 

ccgtggtcta cgttggagtg atacc 

<210> 14 
<211> 1332 
<212> PRT 

<213> Homo sapiens 



<400> 14 



Met 


Gin 


Gin 


Ala 


Pro 


Gin 


Pro 


Tyr 


Glu 


Phe 


Phe 


Ser 


Glu 


Glu 


Asn 


Ser 


1 








5 










10 










15 




Pro 


Lys 


Trp 


Arg 


Gly 


Leu 


Leu 


Val 


Ser 


Ala 


Leu 


Arg 


Lys 


Val 


Gin 


Val 








20 










25 










30 






Gin 


Val 


His 


Pro 


Thr 


Leu 


Ser 


Ala 


Asn 


Glu 


Glu 


Ser 


Leu 


Tyr 


Tyr 


He 






35 










40 










45 








Glu 


Glu 


Leu 


He 


Phe 


Gin 


Leu 


Leu 


Asn 


Lys 


Leu 


Cys 


Met 


Ala 


Gin 


Pro 




50 










55 










60 










Arg 


Thr 


Val 


Gin 


Asp 


Val 


Glu 


Glu 


Arg 


Val 


Gin 


Lys 


Thr 


Phe 


Pro 


His 


65 










70 










75 










80 


Pro 


He 


Asp 


Lys 


Trp 


Ala 


He 


Ala 


Asp 


Ala 


Gin 


Ser 


Ala 


He 


Glu 


Lys 










85 










90 










95 




Arg 


Lys 


Arg 


Arg 


Asn 


Pro 


Leu 


Leu 


Leu 


Pro 


Val 


Asp 


Lys 


He 


His 


Pro 








100 










105 










110 






Ser 


Leu 


Lys 


Glu 


Val 


Leu 


Gly 


Tyr 


Lys 


Val 


Asp 


Tyr 


His 


Val 


Ser 


Leu 






115 










120 










125 








Tyr 


He 


Val 


Ala 


Val 


Leu 


Glu 


Tyr 


He 


Ser 


Ala 


Asp 


He 


Leu 


Lys 


Leu 




130 










135 










140 










Ala 


Gly 


Asn 


Tyr 


Val 


Phe 


Asn 


He 


Arg 


His 


Tyr 


Glu 


He 


Ser 


Gin 


Gin 


145 










150 










155 










160 


Asp 


He 


Lys 


Val 


Ser 


Met 


Cys 


Ala 


Asp 


Lys 


Val 


Leu 


Met 


Asp 


Met 


Phe 










165 










170 










175 




Asp 


Gin 


Asp 


Asp 


He 


Gly 


Leu 


Val 


Ser 


Leu 


Cys 


Glu 


Asp 


Glu 


Pro 


Cys 








180 










185 










190 






Ser 


Ser 


Gly 


Glu 


Leu 


Asn 


Tyr 


Tyr 


Asp 


Leu 


Val 


Arg 


Thr 


Glu 


He 


Ala 






195 










200 










205 








Glu 


Glu 


Arg 


Gin 


Tyr 


Leu 


Arg 


Glu 


Leu 


Asn 


Met 


He 


He 


Lys 


Val 


Phe 




210 










215 










220 










Arg 


Glu 


Ala 


Phe 


Leu 


Ser 


Asp 


Arg 


Lys 


Leu 


Phe 


Lys 


Pro 


Ser 


Val 


Tyr 


225 










230 










235 










240 


Glu 


Lys 


He 


Phe 


Ser 


Asn 


He 


Ser 


Asp 


He 


His 


Glu 


Leu 


Thr 


Val 


Lys 










245 










250 










255 




Leu 


Leu 


Gly 


Leu 


He 


Glu 


Asp 


Thr 


Val 


Glu 


Met 


Thr 


Asp 


Glu 


Ser 


Ser 








260 










265 










270 






Pro 


His 


Pro 


Leu 


Ala 


Gly 


Ser 


Cys 


Phe 


Glu 


Asp 


Leu 


Ala 


Glu 


Glu 


Gin 






275 










280 










285 








Ala 


Phe 


Asp 


Pro 


Tyr* 


Glu 


Thr 


Leu 


Ser 


Gin 


Asp 


He 


Leu 


Ser 


Pro 


Glu 




290 










295 










300 










Phe 


His 


Glu 


His 


Phe 


Asn 


Lys 


Leu 


Met 


Ala 


Arg 


Pro 


Ala 


Val 


Ala 


Leu 



6 



305 










310 










315 










320 


His 


Phe 


Gin 


Ser 


He 


Ala 


Asp 


Gly 


Phe 


Lys 


Glu 


Ala 


Val 


Arg 


Tyr 


Val 










325 










330 










335 




Leu 


Pro 


Arg 


Leu 


Met 


Leu 


Val 


Pro 


Val 


Tyr 


His 


Cys 


Trp 


His 


Tyr 


Phe 








340 










345 










350 






Glu 


Leu 


Leu 


Lys 


Gin 


Leu 


Lys 


Ala 


Cys 


Ser 


Glu 


Glu 


Gin 


Glu 


Asp Arg 






355 










360 










365 








Glu 


Cys 


Leu 


Asn 


Gin 


Ala 


He 


Thr 


Ala 


Leu 


Met 


Asn 


His 


Gin 


Gly Ser 




370 










375 










380 










Met 


Asp 


Arg 


He 


Tyr 


Lys 


Gin 


Tyr 


Ser 


Pro 


Arg 


Arg 


Arg 


Pro 


Gly Asp 


385 










390 










395 










400 


Pro 


Val 


Cys 


Pro 


Phe 


Tyr 


Ser 


His 


Gin 


Leu 


Arg 


Ser 


Lys 


His 


Leu 


Ala 










405 










410 










415 




He 


Lys 


Lys 


Met 


Asn 


Glu 


lie 


Gin 


Lys 


Asn 


He 


Asp 


Gly 


Trp 


Glu 


Gly 








420 










425 










430 






Lys Asp 


He 


Gly 


Gin 


Cys 


Cys 


Asn 


Glu 


Phe 


He 


Met 


Glu 


Gly 


Pro 


Leu 






435 










440 










445 








Thr Arg 


He 


Gly 


Ala 


Lys 


His 


Glu 


Arg 


His 


He 


Phe 


Leu 


Phe 


Asp Gly 




450 










455 










460 










Leu 


Met 


He 


Ser 


Cys 


Lys 


Pro 


Asn 


His 


Gly 


Gin 


Thr 


Arg 


Leu 


Pro 


Gly 


465 










470 










475 










480 


Tyr 


Thr 


Ser 


Ala 


Glu 


Tyr 


Arg 


Leu 


Lys 


Glu 


Lys 


Phe 


Val 


Met 


Arg 


Lys 










485 










490 










495 




He 


Gin 


He 


Cys 


Asp 


Lys 


Glu 


Asp 


Thr 


Cys 


Glu 


His 


Lys 


His 


Ala 


Phe 








500 










505 










510 






Glu 


Leu 


Val 


Ser 


Lys 


Asp 


Glu 


Asn 


Ser 


lie 


He 


Phe 


Ala 


Ala 


Lys 


Ser 






515 










520 










525 








Ala 


Glu 


Glu 


Lys 


Asn 


Asn 


Trp 


Met 


Ala 


Ala 


Leu 


He 


Ser 


Leu 


His 


Tyr 




530 










535 










540 










Arg 


Ser 


Thr 


Leu 


Asp 


Arg 


Met 


Leu 


Asp 


Ser 


Val 


Leu 


Leu 


Lys 


Glu 


Glu 


545 










550 










555 










560 


Asn 


Glu 


Gin 


Pro 


Leu 


Arg 


Leu 


Pro 


Ser 


Pro 


Glu 


Val 


Tyr 


Arg 


Phe 


Val 










565 










570 










575 




Val 


Lys 


Asp 


Ser 


Glu 


Glu 


Asn 


He 


Val 


Phe 


Glu 


Asp 


Asn 


Leu 


Gin 


Ser 








580 










585 










590 






Arg 


Ser 


Gly 


He 


Pro 


He 


He 


Lys 


Gly 


Gly 


Thr 


Val 


Val 


Lys 


Leu 


lie 






595 










600 










605 








Glu 


Arg 


Leu 


Thr 


Tyr 


His 


Met 


Tyr 


Ala 


Asp 


Pro 


Asn 


Phe 


Val 


Arg 


Thr 




610 










615 










620 










Phe 


Leu 


Thr 


Thr 


Tyr 


Arg 


Ser 


Phe 


Cys 


Lys 


Pro 


Gin 


Glu 


Leu 


Leu 


Ser 


625 










630 










635 










640 


Leu 


Leu 


He 


Glu 


Arg 


Phe 


Glu 


He 


Pro 


Glu 


Pro 


Glu 


Pro 


Thr 


Asp Ala 










645 










650 










655 




Asp Lys 


Leu 


Ala 


He 


Glu 


Lys 


Gly 


Glu 


Gin 


Pro 


lie 


Ser 


Ala 


Asp 


Leu 








660 










665 










670 






Lys 


Arg 


Phe 


Arg 


Lys 


Glu 


Tyr 


Val 


Gin 


Pro 


Val 


Gin 


Leu 


Arg 


Val 


Leu 






675 










680 










685 








Asn 


Val 


Phe 


Arg 


His 


Trp 


Val 


Asp 


His 


His 


Tyr 


Tyr 


Asp 


Phe 


Glu 


Arg 




690 










695 










700 










Asp 


Leu 


Glu 


Leu 


Leu 


Glu 


Arg 


Leu 


Glu 


Ser 


Phe 


lie 


Ser 


Ser 


Val 


Arg 


705 










710 










715 










720 


Gly Lys 


Ala 


Met 


Lys- 


Lys 


Trp 


Val 


Glu 


Ser 


He 


Ala 


Lys 


lie 


lie 


Arg 










725 










730 










735 




Arg 


Lys 


Lys 


Gin 


Ala 


Gin 


Ala 


Asn 


Gly 


Val 


Ser 


His 


Asn 


lie 


Thr 


Phe 



7 









740 










745 










750 






Glu 


Ser 


Pro 


Pro 


Pro 


Pro 


He 


Glu 


Trp 


His 


He 


Ser 


Lys 


Pro 


Gly 


Gin 






755 










760 










765 








Phe 


Glu 


Thr 


Phe 


Asp 


Leu 


Met 


Thr 


Leu 


Asp 


Pro 


He 


Glu 


He 


Ala 


Arg 




770 










775 










780 










Gin 


Leu 


Thr 


Leu 


Leu 


Glu 


Ser 


Asp 


Leu 


Tyr 


Arg 


Lys 


Val 


Gin 


Pro 


Ser 


785 










790 










795 










800 


Glu 


Leu 


Val 


Gly 


Ser 


Val 


Trp 


Thr 


Lys 


Glu 


Asp 


Lys 


Glu 


He 


Asn 


Ser 










805 










810 










815 




Pro 


Asn 


Leu 


Leu 


Lys 


Met 


He 


Arg 


His 


Thr 


Thr 


Asn 


Leu 


Thr 


Leu 


Trp 








820 










825 










830 






Phe 


Glu 


Lys 


Cys 


He 


Val 


Glu 


Ala 


Glu 


Asn 


Phe 


Glu 


Glu 


Arg 


Val 


Ala 






835 










840 










845 








Val 


Leu 


Ser 


Arg 


He 


He 


Glu 


He 


Leu 


Gin 


Val 


Phe 


Gin 


Asp 


Leu 


Asn 




850 










855 










860 










Asn 


Phe 


Asn 


Gly 


Val 


Leu 


Glu 


He 


Val 


Ser 


Ala 


Val 


Asn 


Ser 


Val 


Ser 


865 










870 










875 










880 


Val 


Tyr 


Arg 


Leu 


Asp 


His 


Thr 


Phe 


Glu 


Ala 


Leu 


Gin 


Glu 


Arg 


Lys 


Arg 










885 










890 










895 




Lys 


He 


Leu 


Asp 


Glu 


Ala 


Val 


Glu 


Leu 


Ser 


Gin 


Asp 


His 


Phe 


Lys 


Lys 








900 










905 










910 






Tyr 


Leu 


Val 


Lys 


Leu 


Lys 


Ser 


He 


Asn 


Pro 


Pro 


Cys 


Val 


Pro 


Phe 


Phe 






915 










920 










925 








Gly 


He 


Tyr 


Leu 


Thr 


Asn 


He 


Leu 


Lys 


Thr 


Glu 


Glu 


Gly 


Asn 


Asn 


Asp 




930 










935 










940 










Phe 


Leu 


Lys 


Arg 


Lys 


Gly 


Lys 


Asp 


Leu 


He 


Asn 


Phe 


Ser 


Lys 


Arg 


Arg 


945 










950 










955 










960 


Lys 


Val 


Ala 


Glu 


He 


Thr 


Gly 


Glu 


lie 


Gin 


Gin 


Tyr 


Gin 


Asn 


Gin 


Pro 










965 










970 










975 




Tyr 


Cys 


Leu 


Arg 


He 


Glu 


Pro 


Asp 


Met 


Arg 


Arg 


Phe 


Phe 


Glu 


Asn 


Leu 








980 










985 










990 






Asn 


Pro 


Met 


Gly 


Ser 


Ala 


Ser 


Glu 


Lys 


Glu 


Phe 


Thr 


Asp 


Tyr 


Leu 


Phe 






995 










1000 








1005 






Asn 


Lys 


Ser 


Leu 


Glu 


He 


Glu 


Pro 


Arg 


Asn 


Cys 


Lys 


Gin 


Pro 


Pro 


Arg 




1010 








1015 








1020 








Phe 


Pro 


Arg 


Lys 


Ser 


Thr 


Phe 


Ser 


Leu 


Lys 


Ser 


Pro Gly 


He 


Arg 


Pro 


1025 








1030 








1035 








1040 


Asn 


Thr 


Gly 


Arg 


His 


Gly Ser 


Thr 


Ser 


Gly 


Thr 


Leu Arg Gly 


His 


Pro 










1045 








1050 








1055 


Thr 


Pro 


Leu 


Glu 


Arg 


Glu 


Pro 


Cys 


Lys 


He 


Ser 


Phe 


Ser 


Arg 


He 


Ala 








1060 








1065 








1070 




Glu 


Thr 


Glu 


Leu 


Glu 


Ser 


Thr 


Val 


Ser 


Ala 


Pro 


Thr 


Ser 


Pro 


Asn 


Thr 






1075 








1080 








1085 






Pro 


Ser 


Thr 


Pro 


Pro 


Val 


Ser 


Ala 


Ser 


Ser 


Asp 


Leu 


Ser 


Val 


Phe 


Leu 




1090 








1095 








1100 








Asp 


Val 


Asp 


Leu 


Asn 


Ser 


Ser 


Cys 


Gly 


Ser 


Asn 


Ser 


He 


Phe 


Ala 


Pro 


1105 








1110 








1115 








1120 


Val 


Leu 


Leu 


Pro 


His 


Ser 


Lys 


Ser 


Phe 


Phe 


Ser 


Ser 


Cys 


Gly Ser 


Leu 










1125 








1130 








1135 


His 


Lys 


Leu 


Ser 


Glu 


Glu 


Pro 


Leu 


He 


Pro 


Pro 


Pro 


Leu 


Pro 


Pro Arg 








1140 








1145 








1150 




Lys 


Lys 


Phe Asp His* Asp Ala 


Ser 


Asn 


Ser 


Lys 


Gly Asn 


Met 


Lys 


Ser 






1155 








1160 








1165 






Asp Asp Asp 


Pro 


Pro 


Ala 


He 


Pro 


Pro 


Arg 


Gin 


Pro 


Pro 


Pro 


Pro 


Lys 



8 



1170 1175 1180 

Val Lys Pro Arg Val Pro Val Pro Thr Gly Ala Phe Asp Gly Pro Leu 
1185 " 1190 1195 * 1200 

His Ser Pro Pro Pro Pro Pro Pro Arg Asp Pro Leu Pro Asp Thr Pro 

1205 1210 1215 

Pro Pro Val Pro Leu Arg Pro Pro Glu His Phe lie Asn Cys Pro Phe 

1220 1225 1230 

Asn Leu Gin Pro Pro Pro Leu Gly His Leu His Arg Asp Ser Asp Trp 

1235 ' 1240 1245 

Leu Arg Asp lie Ser Thr Cys Pro Asn Ser Pro Ser Thr Pro Pro Ser 

1250 1255 1260 

Thr Pro Ser Pro Arg Val Pro Arg Arg Cys Tyr Val Leu Ser Ser Ser 
1265 1270 1275 1280 

Gin Asn Asn Leu Ala His Pro Pro Ala Pro Pro Val Pro Pro Arg Gin 

1285 1290 1295 

Asn Ser Ser Pro His Leu Pro Lys Leu Pro Pro Lys Thr Tyr Lys Arg 

1300 1305 1310 

Glu Leu Ser His Pro Pro Leu Tyr Arg Leu Pro Leu Leu Glu Asn Ala 

1315 1320 1325 

Glu Thr Pro Gin 
1330 



